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Supplementary Table 1. Peptide sequences identified by trypsin and proteinase-K cell 
shaving and trypsin false positive control. Peptide sequences were identified at least twice 
from replicate datasets and verified by manual interpretation of the MS/MS data. Sequences 
highlighted in grey were identified in the false positive control set and were removed to create 
the trypsin ‘corrected’ dataset. 
 
Protein name – Accession code Peptide sequence 
 
TRYPSIN CELL SHAVED DATASET 
 
30S ribosomal protein S10 - [RS10_STAAC] SGADVSGPIPLPTEK 
30S ribosomal protein S12 - [RS12_STAAC] GALDTSGVDGR 
30S ribosomal protein S16 - [RS16_STAAC] IVVADARSPR 
30S ribosomal protein S17 - [RS17_STAAC] IQETRPLSATKR 
DTELLKR 
MLTTAIKR 30S ribosomal protein S18 - [RS18_STAAC] 
SRHMALLPYVK 
30S ribosomal protein S19 - [RS19_STAAC] KGPFVDEHLMK 
AAQSNLIHSNKADR 30S ribosomal protein S20 - [RS20_STAAC] IKSQLMTANK 
30S ribosomal protein S3 - [RS3_STAAC] LGGADIAR 
RPYAPGQHGPNQR 30S ribosomal protein S4 - [RS4_STAAC] YLYGMTER 
AVLELAGITDILSK 30S ribosomal protein S5 - [RS5_STAAC] DLVVVPR 
30S ribosomal protein S9 - [RS9_STAAC] AGLLTRDPR 
50S ribosomal protein L11 - [RL11_STAAC] TQDQAGLIIPVEISVYEDR 
50S ribosomal protein L14 - [RL14_STAAC] EGNFMKIVSLAPEVL 
AHKFSASAAEAIDAK 50S ribosomal protein L15 - [RL15_STAAC] SGGGVRPGFEGGQLPLFR 
DSDIATTATKVELATK 
GGYLYHGRVK 50S ribosomal protein L18 - [RL18_STAAC] 
VRTNLSGTAEKPR 
ATIGQVGNLQHELVNVGK 50S ribosomal protein L2 - [RL2_STAAC] GSVMNPNDHPHGGGEGR 
50S ribosomal protein L24 - [RL24_STAAC] VVVEGVNIMK 
50S ribosomal protein L27 - [RL27_STAAC] GTKIYPGENVGR 
KTNSSVVVEDNPAIR 
SVIGRPETQR 
TNSSVVVEDNPAIR 50S ribosomal protein L30 - [RL30_STAAC] 
VKHLVTVEEK 
50S ribosomal protein L5 - [RL5_STAAC] FNTEVTENLMK 
EATGLGLKDAK 
EMSVLELNDLVK 50S ribosomal protein L7/L12 - [RL7_STAAC] 
TEFDVELTSAGSSK 
Adenylate kinase - [KAD_STAAC] TIEQAEALNNIMSELDR 


























Clumping factor B fibrinogen-binding protein 
[CLFB_STAAC] NSQTLDLPQSSPQTISNAQGTSKPSVR 
Dihydrolipoyl dehydrogenase - [DLDH_STAAC] NAIIATGSRPIEIPNFK 
Dihydrolipoyllysine-residue acetyltransferase - 
[ODP2_STAAC] SIFQISDEINELAVK 
EAGSAVDAVFESIQNSLAK 
TDLINAVAEQADLTKK DNA-binding protein HU - [DBH_STAAC] 
VQLIGFGNFEVR 
Elastin-binding protein ebpS - [EBPS_STAAC] IAIQYYGSGSPENVEK 











Enolase - [ENO_STAAC] 
VQLVGDDLFVTNTEILAK 
Foldase protein prsA - [PRSA_STAAC] AGDVTVADTMKK 
Fructose-bisphosphate aldolase class 1 - [ALF1_STAAC] ALGDAVESIYDASVNK 
AAAENIIPNSTGAAK 














DASWLTSR Glycyl-glycine endopeptidase lytM - [LYTM_STAAC] 
MSGGIGNQYAVDPTSYLQSR 
EADSGIFYYQNAK 
GNEASQLQFVVK Immunodominant staphylococcal antigen B - [ISAB_STAAC] 
NNISLKDIQK 
EDGNGVHVVKPGDTVNDIAKANGTTADK 
NGFIQSLK Immunoglobulin G binding protein A - [Q5HJQ8_STAAC] 
DDPSQSANVLGEAQK 
N-acetylmuramoyl-L-alanine amidase sle1 - [SLE1_STAAC] SLNNLTSNLIFPNQVLK 
Probable cell wall hydrolase lytN - [LYTN_STAAC] EAPKTQIYTVK 
Probable quinol oxidase subunit 2 - [QOX2_STAAC] DVSDKPLIPAR 





Probable transglycosylase isaA - [ISAA_STAAC] 
TGVSASTWAAIIAR 
GVSPANAPESVQDAAAVK Probable transglycosylase sceD - [SCED_STAAC] YQFLQSTWDSVAPAK 
















































Putative surface protein SACOL0050 - [PLS_STAAC] 
YSNGIMR 
Pyruvate dehydrogenase E1 component subunit beta - 
[ODPB_STAAC] TVQPIDVDTIVASVEK 
Ribonuclease J 1 - [RNJ1_STAAC] KPMILPVIMK 
Ribosome-recycling factor - [RRF_STAAC] AIIAANLGVNPTSDGEVIR 
ENVKPSTDKTATEDTSVILEEK 






Staphylococcal secretory antigen ssaA2 - [SSAA2_STAAC] 
VSEMNYGYGPGVVTSR 
LNAAVEGTDLESK 
SIEEIVANLDSVPANIQTAVR Superoxide dismutase [Mn/Fe] 1 - [SODM1_STAAC] 
VDELYNATK 
Trigger factor - [TIG_STAAC] ATDNTTIDIPEAMVNTELDR 
AQGEIAANWEGQAFSR 
FAQLLEEIK 






5'-nucleotidase family protein - [Q5HJX2_STAAC] EAATNVSASAQGTADDTNSK 
DIKDFDDVK Amino acid ABC transporter, amino acid-binding protein - 
[Q5HDE2_STAAC] TINVGTEGTYAPFSFHDK 
Cell wall surface anchor family protein - [Q5HF18_STAAC] RVETNGIATLK 
Competence/damage-inducible protein CinA - 
[Q5HGE7_STAAC] QTNPTIAPLAGSHEVYIR 
GGEVLYQAFGLK Iron compound ABC transporter, iron compound-binding 
protein - [Q5HDS3_STAAC] LGANIVAVNQQVDQSK 
LPXTG cell wall surface anchor family protein - 
[Q5HCQ1_STAAC] SDLMSEVNK 























Penicillin-binding protein 2' - [Q5HJW3_STAAC] 
YEVVNGNIDLK 
Protein-export membrane protein SecDF - 
[Q5HFC6_STAAC] VQLAGVTDQNEAR 
Putative uncharacterized protein - [Q5HGC5_STAAC] EPIECGADLIAGSLIK 
Putative uncharacterized protein - [Q5HH06_STAAC] TEDINQTKQDIQDTLN 
DIDNLVAQSK Putative uncharacterized protein - [Q5HJ81_STAAC] VEYEINGER 
FALSE POSITIVE CONTROL DATASET 
LIDIVNPTPK 
SGADVSGPIPLPTEK 30S ribosomal protein S10 - [RS10_STAAC] 
SVYTIIR 
ALQSAGLEVTAIR 30S ribosomal protein S11 - [RS11_STAAC] STPFAAQMASETASK 
FTDLNSPQK 30S ribosomal protein S12 - [RS12_STAAC] GALDTSGVDGR 
30S ribosomal protein S13 - [RS13_STAAC] LMEISSYR 
IIEQIGTYNPTSANAPEIK 30S ribosomal protein S16 - [RS16_STAAC] IVVADARSPR 
30S ribosomal protein S2 - [RS2_STAAC] KVDEAYNFLK 
TAVSNNADNKNELVSLAVK 
AAQSNLIHSNKADR 30S ribosomal protein S20 - [RS20_STAAC] 
IKSQLMTANK 
EFYEKPSVK 
KNESLEDALR 30S ribosomal protein S21 - [RS21_STAAC] 
NESLEDALR 








30S ribosomal protein S4 - [RS4_STAAC] 
YLYGMTER 
AVLELAGITDILSK 
DLVVVPR 30S ribosomal protein S5 - [RS5_STAAC] 
SLGSNTPINMVR 
30S ribosomal protein S6 - [RS6_STAAC] LAYEINDFK 
LANEILDAANNTGGAVK 
TTLGLR 30S ribosomal protein S7 - [RS7_STAAC] 
VGGSNYQVPVEVRPER 
AGLLTR 30S ribosomal protein S9 - [RS9_STAAC] ALLEADPEYR 
AGIVHASIGK 
SQSVLVFAK 50S ribosomal protein L1 - [RL1_STAAC] 
TGTVTMDVK 
50S ribosomal protein L10 - [RL10_STAAC] SGVMEGNVITAEEVK 
AHKFSASAAEAIDAK 
EYAIVNLDQLNK 50S ribosomal protein L15 - [RL15_STAAC] 
SGGGVRPGFEGGQLPLFR 
LFGEIAER 50S ribosomal protein L17 - [RL17_STAAC] NVEILNEDETTQTALQK 





50S ribosomal protein L2 - [RL2_STAAC] 
VDSIQYDPNR 
AFAQLVTK 
INAAARQHEMSYSR 50S ribosomal protein L20 - [RL20_STAAC] 
MLSEIAISDEK 
ITVFTYK 
VEEGQEIFVEK 50S ribosomal protein L21 - [RL21_STAAC] 
VLFVGGDSVK 
EAYANEGPTLK 50S ribosomal protein L22 - [RL22_STAAC] NAAEAIAILK 
50S ribosomal protein L23 - [RL23_STAAC] MAVEEIFNVK 
50S ribosomal protein L24 - [RL24_STAAC] VVVEGVNIMK 
TVEVPVQLVGEAVGAK 
VDEVEFIK 50S ribosomal protein L25 - [RL25_STAAC] 
VPAVVYGYGTK 
ADGQFVTGGSILYR 50S ribosomal protein L27 - [RL27_STAAC] IYPGENVGR 
50S ribosomal protein L28 - [RL28_STAAC] KVWVSAR 
DLTTSEIEEQIK 50S ribosomal protein L29 - [RL29_STAAC] FQLATGQLEETAR 






50S ribosomal protein L30 - [RL30_STAAC] 
TVEALGLK 
50S ribosomal protein L31 type B - [RL31B_STAAC] LDISSDSHPFYTGR 
50S ribosomal protein L35 - [RL35_STAAC] AFTSHLFANK 
GGGIVFGPTPR 50S ribosomal protein L4 - [RL4_STAAC] NVLSTLEQPK 
FNTEVTENLMK 50S ribosomal protein L5 - [RL5_STAAC] MYEFLDK 





EMSVLELNDLVK 50S ribosomal protein L7/L12 - [RL7_STAAC] 
TEFDVELTSAGSSK 
AADLPANLIQAQR 6-phosphogluconate dehydrogenase, decarboxylating - 
[6PGD_STAAC] NLAWNIESR 
77 kDa membrane protein - [OMP7_STAAC] IDIDVK 
FINSLEK 
INTVGDAVK 




LTFSDEVVEK Alkaline shock protein 23 - [ASP23_STAAC] 
VILEYGESAPK 
Alkyl hydroperoxide reductase subunit C - [AHPC_STAAC] TLQPGLDLVGKI 
Amidophosphoribosyltransferase - [PUR1_STAAC] GLGLLTEAIKDDQMER 
ATP synthase subunit alpha - [ATPA_STAAC] IMEVPVGEELIGR 
IGLFGGAGVGK 
LVGSMDDVIAK ATP synthase subunit beta - [ATPB_STAAC] 
VTQVMGPVIDVR 
ATP-dependent Clp protease ATP-binding subunit - 
[CLPX_STAAC] DVSGEGVQQALLK 
Bifunctional autolysin - [ATL_STAAC] NPTQNISGTQVYQDPAIVQPK 
Cell division protein ftsZ - [FTSZ_STAAC] VIGVGGGGNNAVNR 
Chaperone protein dnaK - [DNAK_STAAC] IINEPTAAALAYGLDK 
Cold shock protein cspA - [CSPA_STAAC] GPQAANVVK 
ALSLDDTNGFVK 
LTGGVEGLLK 
NAIIATGSRPIEIPNFK Dihydrolipoyl dehydrogenase - [DLDH_STAAC] 
RPNTDELGLEELGVK 
GLLVPVVK 




TDLINAVAEQADLTKK DNA-binding protein HU - [DBH_STAAC] 
VQLIGFGNFEVR 
FVVEPLER DNA-directed RNA polymerase subunit alpha - 
[RPOA_STAAC] ILLSSLPGAAVK 
DNA-directed RNA polymerase subunit beta' - 
[RPOC_STAAC] IIVEIGQPVQR 









Elongation factor G - [EFG_STAAC] 
YLGDEEISVSELK 









Elongation factor Tu - [EFTU_STAAC] 
VGEEVEIIGLHDTSK 






Foldase protein prsA - [PRSA_STAAC] AGDVTVADTMK 
ALGDAVESIYDASVNKN Fructose-bisphosphate aldolase class 1 - [ALF1_STAAC] GFIAALDQSGGSTPK 
Fructose-bisphosphate aldolase - [ALF2_STAAC] INVNTENQIASAK 
FTGEVEVVDGGFR 
TLAYLAELSK Glyceraldehyde-3-phosphate dehydrogenase 1 - [G3P1_STAAC] 
VLISAPATGDLK 
EADSGIFYYQNAK 
GNEASQLQFVVK Immunodominant staphylococcal antigen B - [ISAB_STAAC] 
NFINAIK 
Molybdenum cofactor biosynthesis protein A - 
[MOAA_STAAC] INVSLDAIDDTLFQSINNRNIK 
Naphthoate synthase - [MENB_STAAC] LNVLDLQR 
Phosphoenolpyruvate-protein phosphotransferase - 
[PT1_STAAC] EFVQGFATNIGGR 
Phosphoglucosamine mutase - [GLMM_STAAC] DMGAELGVMISASHNPVADNGIK 
Phosphoglycerate kinase - [PGK_STAAC] ADFNVPLKDGEITNDNR 
Probable malate:quinone oxidoreductase 2 - 
[MQO2_STAAC] NEDWQLYTAGK 
Probable thiol peroxidase - [TPX_STAAC] AVFVLDADNK 
Probable transglycosylase isaA - [ISAA_STAAC] DGAYDIHFVK 















Putative surface protein SACOL0050 - [PLS_STAAC] 
VDPDTGDVVER 
Pyridoxal biosynthesis lyase pdxS - [PDXS_STAAC] GLDINQLSLEER 
AVAGEGPTLIETMTYR Pyruvate dehydrogenase E1 component subunit alpha - 
[ODPA_STAAC] GLWNEDKENEVIER 
AILSLEAPIGR 
AVVVQEAQR Pyruvate dehydrogenase E1 component subunit beta - [ODPB_STAAC] 
TVQPIDVDTIVASVEK 
DGIIELER 
GSVVGTTLVAETVK Pyruvate kinase - [KPYK_STAAC] 
STDALLNNAVATAVETGR 
Ribose-phosphate pyrophosphokinase - [KPRS_STAAC] LVANLIETAGATR 
S-adenosylmethionine:tRNA ribosyltransferase-isomerase - 
[QUEA_STAAC] LDELGEMPLPPYIK 
TISASQAAGYNFIH Staphylococcal secretory antigen ssaA2 - [SSAA2_STAAC] VSEMNYGYGPGVVTSR 
Transcriptional regulator sarA - [SARA_STAAC  ] ILSQEDYFDK 
Translation initiation factor IF-1 - [IF1_STAAC] VTVEMSPYDLTR 
EGNEGLLTVTVPAEK Trigger factor - [TIG_STAAC] ATDNTTIDIPEAMVNTELDR 
Triosephosphate isomerase - [TPIS_STAAC  ] TPIIAGNWK 
Tyrosyl-tRNA synthetase - [SYY_STAAC] ISQALFSGDLKSLSAK 
ATDFIDK 
EFVENAK UPF0337 protein SACOL0912 - [Y912_STAAC] 
EFVENAKEK 
ETVGNVTDNK UPF0337 protein SACOL1680 - [Y1680_STAAC] FDQFK 
UPF0478 protein SACOL1789 - [Y1789_STAAC] TLDGVEGQVQGITR 
FAQLLEEIK Virulence factor esxA - [ESXA_STAAC] FEEQFQQLSPK 
FDVIANQVGINPDR Amino acid ABC transporter, amino acid-binding protein - 
[Q5HDE2_STAAC] LTGYDIDVIK 
GTP pyrophosphokinase - [Q5HFC9_STAAC] ETLEIYAPLAHRLGINTIK 
Immunoglobulin G binding protein A - [Q5HJQ8_STAAC] EDGNGVHVVKPGDTVNDIAKANGTTADK 
DINIQDR 
DKEINNTIDAIEDK 
EINNTIDAIEDK Penicillin-binding protein 2' - [Q5HJW3_STAAC] 
SDNGEVEMTERPIK 
Putative uncharacterized protein - [Q5HHK7_STAAC] EMQEETLNQSKIGGMPFLK 
Putative uncharacterized protein - [Q5HIE1_STAAC] FDVENNYLNK 
Putative uncharacterized protein - [Q5HJ97_STAAC] LFMTFIYALAMGIVYLIIFM 
Tetracenomycin polyketide synthesis O-methyltransferase 
TcmP, putative - [Q5HEH8_STAAC] EKISWIDLDVPESIEIR 
ESNGLIDSVTDDEILEAYQLMTTK Threonine synthase - [Q5HG91_STAAC] IVICASTGNTSASAAAYAARAGLK 
Transcriptional regulator, putative - [Q5HGE9_STAAC] REMLVHIENNEFDQLPNK 
Transferrin receptor - [Q5HHT4_STAAC] ENPDVILAMDR 
PROTEINASE-K SHAVED DATASET 
EGSRKERNRVGRGVA 50S ribosomal protein L15 - [RL15_STAAC] KPAEGSRKERNRVGRGV 
50S ribosomal protein L24 - [RL24_STAAC] TLPKKDRVV 
50S ribosomal protein L33 1 - [RL331_STAAC  ] MRVNVTL 
50S ribosomal protein L7/L12 - [RL7_STAAC] GLKDAKEL 
6-phosphogluconate dehydrogenase, decarboxylating - 
[6PGD_STAAC] NASKELNGPKA 
Alanine dehydrogenase 1 - [DHA1_STAAC] ACTPENVRKL 
Aminoacyltransferase femB - [FEMB_STAAC] NDKENRRDQMMAKENKSDKQMKKI 





Bifunctional autolysin - [ATL_STAAC] 
RLDQPQNISI 
DTFKNGMLEHMQKEDDV 
KETYDTFKNGML Cell wall-related protein scdA - [SCDA_STAAC] 
NELLQRL 
KRMPFI Choline dehydrogenase - [BETA_STAAC] LHPSCSAKMGPA 
KNDLKNKVENL 







































Glycerol phosphate lipoteichoic acid synthase - 
[LTAS_STAAC] 
MNPYSLV 
Histidyl-tRNA synthetase - [SYH_STAAC] KGQMKQADRL 
DQTFKGV Immunodominant staphylococcal antigen B - 
[ISAB_STAAC] KFNGIKL 
EGQYHVRI 
KDAIKDPA Iron-regulated surface determinant protein H - [ISDH_STAAC] 
YELEKL 
Leucyl-tRNA synthetase - [SYL_STAAC] KTNDNLGQKKFY 
DQTSQREI 
EKQVNMGNSQEDTV 
GKATEKEWRENDGL Lipase 1 - [LIP1_STAAC] 
KNQDPIV 
ETMRKI Na(+)/H(+) antiporter subunit B1 - [MNHB1_STAAC] MNRQQNDLIL 
QAEVTKI NADH dehydrogenase-like protein SACOL0944 - 
[Y944_STAAC] QDRKKVL 
FDKVTSGQL Phenylalanyl-tRNA synthetase beta chain - [SYFB_STAAC] IDYTKDI 
KDPNFTSEENMF 
KDPNFTSEENMFKDV 





















Putative surface protein SACOL0050 - [PLS_STAAC] 
SNEEIKKIA 
Response regulator arlR - [ARLR_STAAC] ENKNHVMQREQIL 
Ribulokinase - [ARAB_STAAC] MKDIQSL 
Staphylococcal secretory antigen ssaA2 - [SSAA2_STAAC] GYNPNDPTSY 
Thioredoxin - [THIO_STAAC] KDGQPVDKVV 
Transcriptional repressor nrdR - [NRDR_STAAC] RDEGHTEVSSRDI 
UDP-N-acetylglucosamine 1-carboxyvinyltransferase 2 - 
[MURA2_STAAC] NNIVPKHV 
Uncharacterized epimerase/dehydratase SACOL059 - 
[Y599_STAAC] ASMTKLML 




UPF0342 protein SACOL1902 - [Y1902_STAAC] KANEESKKL 
FIRQGNMI 














ABC transporter, ATP-binding protein - [Q5HEF4_STAAC] 
PLMNEKDIRA 





ABC transporter, substrate-binding protein - 
[Q5HI37_STAAC] 
NDIPKEQRAMI 




KHPGEWKNQDLGTGA AcrB/AcrD/AcrF family protein - [Q5HDU7_STAAC] 
MSKINNLDKPNNV 
KFSKPY Amino acid ABC transporter, amino acid-binding protein - 
[Q5HDE2_STAAC] LDYKKQKPNA 
Capsular polysaccharide biosynthesis protein C - 
[Q5HJK7_STAAC] ANELTKI 
KLTDDL 
KYYGSNEL Ccholoylglycine hydrolase family protein - [Q5HJA0_STAAC] 
LKLTDDL 
GMNDGTMPQPV Exonuclease RexB - [Q5HHB8_STAAC] RKPSEVL 
DKNMDFL 
EDKEIL 

















Gramicidin S synthetase 2 related protein - 
[Q5HJJ4_STAAC] 
RTQYI 
Heat shock protein, Hsp20 family - [Q5HDG8_STAAC] NGNPSDTFKDL 
AKTIDQL 
DTKRQGSVI ImpB/MucB/SamB family protein - [Q5HG55_STAAC] 
INEDERQLSL 
Iojap-related protein - [Q5HFG9_STAAC] NEQNIEVKRMEGY 





protein - [Q5HDS3_STAAC] 
KMDDGKTVDI 
KDKSYDKDTL 
LLSNTV Leukotoxin LukD - [Q5HEV0_STAAC] 
QREMDRYTNQWNRL 






Na/Pi cotransporter family protein - [Q5HJR4_STAAC] 
SLDGFKQL 
























Penicillin-binding protein 4 - [Q5HI26_STAAC] 
KSMWEEHPL 




LDEAGWKKGKDSDV Peptide ABC transporter, peptide-binding protein - [Q5HD84_STAAC] 
TKMSAMLL 
KDKGEAYQSL 
QDIEEKEKAKV Prophage L54a, major capsid protein, putative - [Q5HIZ5_STAAC] 
SKEIVSEPF 
Putative uncharacterized protein - [Q5HD08_STAAC] FNQFTNV 
Putative uncharacterized protein - [Q5HEC8_STAAC] NEGMPLSGFHRHF 
EEGHSY 
EQQTIMERL Putative uncharacterized protein - [Q5HF62_STAAC] 
IMPLPL 
Putative uncharacterized protein - [Q5HFK0_STAAC] LQSNIQTENL 
FVDKDKL 
ITKETQQAI Putative uncharacterized protein - [Q5HHF7_STAAC] 
KDVIDI 
Putative uncharacterized protein - [Q5HHN2_STAAC] AFKMEI 
ARFTEPY 
GGDTEKRTVSGA Putative uncharacterized protein - [Q5HI14_STAAC] 
MMMNKEATKI 
EKNKRVI Putative uncharacterized protein - [Q5HI71_STAAC] LNMTSIGNEKV 
ENEMLLEV Putative uncharacterized protein - [Q5HJ11_STAAC] KSFNEVKL 
DKLELI Putative uncharacterized protein - [Q5HJH5_STAAC] PFQYL 
Putative uncharacterized protein - [Q5HJV8_STAAC] KEDENILSI 
KGAQDII 







SasB protein - [Q5HE44_STAAC] 
KQQVQTEKTTA 
EQDFYGGGDTKGKNI 
GLNPSHEGETDPEKIA Staphylococcus aureus sex pheromone - [Q5HEL9_STAAC] 
SKKLDDSEVKKQGKQMA 
KFEEIKERL Sua5/YciO/YrdC/YwlC family protein - [Q5HHA7_STAAC] RSQNKTNYKTSSTII 
Transcriptional regulator, putative - [Q5HH28_STAAC] NDKNDFL 
EQEPDTSDKI Transporter, putative - [Q5HD89_STAAC] PKVGRNMLL 
Type I restriction-modification enzyme, S subuint, EcoA 
family - [Q5HEW8_STAAC] NLNQHVCI 
 
 
